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РЕЖ: 096 ХАНУ. A 5а: 0454-6298 2006 1-0146-08 
Sequencing and sequence analysis of the wsp gene of Wolbachia in 


Tetranychus urticae Koch] Acari[] Tetranychidae| | 

MIAO Нш] HONG Xiao-Yue ` [] XIE Lin[] XUE Xiao-Feng[] ZHANG Chun-Lind] Department of Entomology[] 
Nanjing Agricultural University[] Nanjing 210095[] China[] 

Abstracf] By using specific primer for wsp gene of Wolbachia and PCR method[] we investigated the 
Wolbachia infection of twelve populations of Tetranychus urticae Koch in China. These populations were from 
Xingcheng in Liaoning Province[] Changli in Hebei Province[] Changsha in Hunan Province[] Zhengzhou in 
Henan Province[] Xuzhou in Jiangsu Province[] Lanzhou in Gansu Province[] Kunming in Yunnan Province[ 
Taian in Shandong Province[] Shihezi in Xinjiang Autonomous Region[] Yinchuan in Ningxia Autonomous 
Region[] Meixian in Shaanxi Province and Shanghai. The results showed that all the populations were infected 
with Wolbachia. Their sequences were submitted to GenBank and the accession numbers assigned are 
AY585714[ AY585712] АҮ785376[] AY785375[] АУ585713] AY785374 AYT785371[] AY712954[] 
AY712955[] AY785372[] AY785377 and AY785373[] respectively. By analyzing the wsp gene sequences of 
Wolbachia in T. urticae and constituting the phylogenetic tree[] we found that they were similar to or 
completely identical with the wsp gene sequences of some strains of Wolbachia of Ori group in B supergroup. 
Since the branches of clusters are parallel[] there is no evident geographic distribution clustering between 
different populations . 
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Fig. 1 Amplification of the wsp gene fragment in 12 geographical populations of Tetranychus urticae in China 
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Fig. 2 Comparison between the wsp gene sequences of Wolbachia 
in 12 geographical populations of Tetranychus urticae in China 
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Fig. 3 The phylogenetic tree of the wsp gene sequences of Wolbachia in 12 geographical populations of Tetranychus urticae in 
China and the same sequences in other Tetranychus spider mites deposited in GenBank 
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